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PCBT 4304
Sixth Semester Examination — 2011
BIOINFORMATICS

Full Marks —70

Time : 3 Hours

Answer Question No. 1 which is compulsory and any five from the rest.

The figures in the right-hand margin indicate marks.

1. Answer the following questions : 2x10

(@)
(b)

Expand EMBL. Write down the data retrieval method in case of EMBL.
What is a dynamic programming method? How it is uselui for sequerice
analysis ?

What is EST ? How it is different from STS?

Describe two features that are considered for in-silico prediction of
eukaryotic genes.

What is a primary and secondary protein sequence data base, give
examples?

Name any two metabolic pathway data bases.

Describe how the value of Ka/Ks is significant while evaluating the
evolutionary selection pressure among genes.

Write down the difference between BLAST and FASTA.
What are motifs and domains in protein structure?
Name two methods for prediction of three dimensional structure of a

protein.
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2. Why classification of protein is necessary ? Write down about the data bases
commonly used for protein structure classification also their principles and

mode of classification of proteins. 2+2+6

3. What is the principle behind homology modelling ? Discuss the steps of

homology modelling method. 3+7
4. Write short notes on following : 2.5%4
a) MSA

c) E-value

(a)

(b) Threading

(c)

(d) Target identification

5. Briefly explain : 5+5
(a) Metaboli(‘; pathway data bases
(b} HMM

6. Whatis the significance of sequence alignment ? Discuss about the algorithms

that are used for local and global sequence alignment along with their working

principles. 2+4+4
7. What is a drug molecule ? Discuss about the drug design approach for a
known and unknown drug targets. 2+8
8. Differentiate between : 5+5

(a) PAM and BLOSUM

(b) Pair wise and multiple sequence analysis

PCBT 4304 2 -C




