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PEBT 5401
Special Examination — 2012
PROTEIN ENGINEERING
Full Marks -70

Time : 3 Hours

Answer Question No. 1 which is compulsory and any five from the rest.
The figures in the right-hand margin indicate marks.

1. Answer the following questions : 2x10
(a) What do you mean by fluorescence ?
(b) Name the groups in classification of protein domains.

(c) Which amino acid contributes the maximum in fluorescence emission of
protein ?

(d) Whatis module shuffling ?

(e) Name any two techniques for protein structure prdiction.
(f)  Explain Beer-Lambert law.

g) Define de novo method for protein structure prediction.

(
(h) Explain the principle of mass spectroscopy.
(i) How pH effects the protein stability ?

(

a) Explain the forces stabilizing the protein structure with proper description of
their role in each level of protein structure. 5

(b) Describe contribution of various components of protein towards absorbance '
in UV range. 5

3. What is circularly polarized light ? Explain the techniques utilizing the
phenomenon for protein structure analysis. 3+7
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(a) How viscosity can be used for protein structure analysis ? 6

(b) Whatis enthalpy-entropy compensation ? 4
Explain the principle and technique of NMR spectroscopy. How is it used for
macromolecule structure analysis ? 7+3
(a) Describe Computational approaches to protein engineering. 5

(b) Explain case study of stabilizing an enzyme with application of protein
engineering. 5

Write short notes on : 5x2
(a) Differentiate between spectrophotomrter and spectrofuorometer

(b) Differentiate between rational designing and directed evolution.

Write short notes on : 25x%x4
(a) Viscometer

(b) Site directed mutagenesis

(c) Ramachandran map

(d) Datamining.
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