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Answer Question No. 1 which is compulsory and any five from the rest.
The figures in the right-hand margin indicate marks.

1. Answer the following questions : 2x10

(a) What is a single-nucleotide polymorphism (SNP) ? How are SNPs used
in genomic studies ?

(b) Whatis contig ? How are DNA fragments ordered into a contig with the use
of restriction sites ?

(c) Whatis EST ? How are ESTs created ?
(d) Whatis the difference between a genetic map and a physical map ?

(e) Whatis amicroarray ? How can it be used to obtain information about gene
function ?

(f)  Whatis the relation between genome size and gene number in prokaryotes 7
(9) Whatdo you mean by Reverse genetics ?

(h) Whatis comparative genomics ?

(i)  Write two application of the Human genome Project.

() Whatdoyoumean by TILLING ?
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2. Whatis genomics ? Mention the strategies for analysis of whole genome. 2+8
3. Write shortnoteson: 5x2
(a) Minimal cellgenome
(b) Isoelectrofocusing.

4.  Explain with the help of a suitable example, the computational approach for studying
protein-protein interactions. 10

5  Write shortnoteson: 5x2
(a) Yeastthree hybrid system
(b) Peptide fingerprinting.

6. Briefly explain: 5x2
(a) Main steps in Genome annontation
(b) Pharmacogenomics and Drug discovery.

7. What do you mean by functional genomics and transcriptome ? How are DNA
arrays useful in functional genomics ? 10

8. (a) Whatis RFLP ? Shortly describe its principle and methods. What is its
usefulness ? 5

(b) Whatis MALDI-TOF ? Descibe its principle and objectives. 5
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